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Hydrolysed polyacrylamide (HPAM) is widely used in many industrial fields where its rheological properties
play a leading role. Recent discovery of the reduction of HPAM's viscosity by adding carbon quantum dots
(CQDs), however, is controversial to the established theories. By using all atom molecular dynamics
simulation with an OPLS-AA force field, this study aims to provide detailed molecular insight into such an
uncommon phenomenon. The dynamic structures of the HPAM chain in the presence or absence of
CQDs were clearly captured from the molecular aspect. The results reveal that the adsorption of CQD
reduces the gyration radius of the HPAM chain, and it is the corresponding hydration effect that leads to
the reduction of the viscosity. The amide rather than the carboxylate group along the HPAM chain is
dominant in terms of the interaction with the CQDs, and the driven atoms depend on the surface where
the polymer is adsorbed.1 Introduction
Nanoparticles and polymer composites are widely used in
various elds, such as medicine, textiles, food packaging, paints
and catalysis.1 Such composites consisting of different types of
nanoparticles and polymers could exhibit improved perfor-
mance in thermal,2–6 medical,7,8 rheological,9,10 electrical or
optical properties.11–14 Therefore, many investigations were
conducted to search for more efficient polymer nanocomposites
by adopting various mixtures of polymers and nanoparticles.
The properties of those commonly used polymers, such as
hydrolysed polyacrylamide (HPAM), mixed with many nano-
particles, e.g., SiO2 and TiO2, were well interpreted, especially in
terms of their rheological behaviour.15,16 Generally speaking,
when adding nanoparticles inside a polymer solution, nano-
particles could act as bridges connecting the neighbouring
polymers even in the dilute regime, which results in the
increase of the viscosity. Novel nanoparticles such as carbon
quantum dots (CQDs)17 has also been employed to combine
with HPAM in bio-imaging and drug delivery applications.18–22
The rheological properties of such polymer nanocomposites,
however, from our previous experiments,23 show an inverseing, Beihang University, Beijing, 100191,
iversity, Beijing, 100191, China. E-mail:
, University of Leeds, Leeds, LS2 9JT, UK.
tion (ESI) available. See DOI:
the Royal Society of Chemistrytrend. The addition of CQDs reduces the viscosity of the poly-
mer solution, which contradicts directly the theory developed by
Einstein.24
A few other studies also showed the polymer viscosity
reduction phenomenon by using nanoparticles.25–27 The degra-
dation of the polymer, the adsorption of polymers with high
molecular weight, the constraint release of the entangled poly-
mer chain, and the changes in the conformation distribution of
polymer chains are possible mechanisms. However, there is still
no convincible evidence to prove which mechanism is the main
leading factor and many controversial results have been re-
ported. It is clear, though, that the polymer conformation due to
its interaction with nanoparticles plays a dominant role in
determining the effective viscosity. Based on our previous
experimental results,23 two possible reasons are proposed: one is
that the long chain polymer interacts with CQDs and forms
smaller coils conformation; the other is the breakage of long
chains into pieces of smaller chains. However, both are speculated,
without direct experimental observation of microscopic polymer
morphological variations. Although some experimental tech-
niques such as dynamics light scattering (DLS) and small-angle
neutron scattering (SANS) are capable of capturing the hydraulic
radius of a polymer molecule, the diameter of CQDs is too small
compared with that and the concomitant experimental study is
hard to achieve. Molecular insight on the morphology of polymer
chains and physical interactions between nanoparticles are diffi-
cult to be interpreted by experimental techniques.
Molecular dynamics (MD) simulation, on the other hand,
has proven to be a valuable tool to study the self-assembly of
polymers at the microscopic level, which could reveal detailed
three dimensional conformational and structuralRSC Adv., 2021, 11, 26037–26048 | 26037
Fig. 1 The initial configuration of the HPAM40_dot system (blue:
nitrogen atoms; red and white: oxygen and hydrogen atoms,
































































































View Article Onlinebehaviour.28–31 By adopting a coarse-grained model or all atom
force elds, e.g., Gromos53a6 and OPLS-AA, the polymer
(including HPAM) conformation behaviours under the inu-
ences of pH value, salinity and even the solvent quality were
obtained and the results were well supported by DLS data.32–39
The MD simulation is also available for the complex polymer
and nanoparticle composites.40 With proper potential force
eld, MD simulation could capture the adsorption, wrapping
and coating process of a polymer with metal nanoparticles.41,42
In addition, the effects of size of polymer oligomers on the
interplay were revealed.43 From the molecular radial distribu-
tion, the electrostatics are suggested to be one of the central
factors for the interaction between nanoparticles and polymers.
Besides the metallic nanoparticles, others like TiO2, SiO2 and
graphene, the mechanical and tribological properties of which
were also investigated by MD simulations.44–48 The detailed
interaction or adsorption between specic functional groups or
atoms was clearly captured. In fact, given reasonable potential
force eld on the polymer nanocomposites system, the inter-
action between polymers and nanoparticles is achievable.
Very recently, by means of VMD packages, the structure
dynamics of CQDs in both water and organic solvent with
different sizes, compositions and curvatures were successfully
investigated,49,50 which provides solid platform for us to probe
the morphology of HPAM solution in the presence of CQD.
Therefore, aiming to provide molecular insight into the
viscosity reduction phenomenon, an all atom MD simulation
was conducted in this work and dynamic morphological varia-
tion of HPAM in the presence and absence of CQD was ob-
tained. The simulation was performed in an 8 nm cubic
simulation box including a single HPAM chain and one CQD,
which represents a typical dilute regime. The adsorption
process, the radius of gyration, the hydration effects and the
interaction preference were quantitatively and qualitatively
calculated and analysed, which provides molecular insight into
why HPAM's viscosity reduces in the presence of CQDs.
2 Computational details
2.1 Model
Fig. 1 shows the simulation system for the investigation of the
interaction between the HPAM chain and the CQD nano-
particle. It consists of a single polymer chain with one CQD,
indicating the solution applied in our simulation is in a dilute
regime, which is analogous to our previous experimental
conditions.23
An atactic HPAM chain was rst polymerized by numbers of
acrylamide and acrylic acid monomers, Namide and Nacrylic,
respectively, with random dihedral angle values. The carboxyl
hydrogen was then deprotonated to make the HPAM chain
charged. Two different length of HPAM chains, Nm ¼ 30 and 40,
respectively, where the Nm is the total numbers of monomers,
were adopted to get a better visualization of the HPAM confor-
mational variations.37 The degree of hydrolysis, f, of both HPAM
chains, dened as the ratio between the number of charged
acrylic monomers, Nacrylic, and the total number of monomers
along the chain, Nm are kept at same value of 0.4.26038 | RSC Adv., 2021, 11, 26037–26048The CQD was built up by a VMD builder.50 A hexagonal
graphene-like sheet was regarded as a basic shape and the edge
size was set by numbers of benzene rings. By combing layers of
sheet with the size of the layers decreasing gradually, one can
obtain a spherical CQD. In this study, a seven layers CQD with
diameter of gyration around 2 nm was conducted. To reveal the
effect of functional group of the CQD, 10% hydroxyl groups were
converged randomly at the edge. Due to the destabilizing effect
of the carbonyl groups and negatively charged carboxylates,
these two functional groups are not considered.48
The length of simulation box was set as 8 nm  8 nm  8 nm
to avoid edge effects. TheHPAM chain and the CQDwere placed in
the center of the box with the central distance between each other
of 2 nm by the Packmol package. Appropriate numbers of water
molecules were put into cubic boxes to keep the water density
around 9.8 kg m3 and the Na+ counter-ions were added into
simulation boxes for the neutrality of the system.
To reect the effects of the addition of CQD in HPAM solu-
tion, a simulation box only seeded with a single HPAM chain
was also conducted. Therefore, the effects of CQD on the HPAM
morphology could be implied by the comparison between cases
with and without adding nanoparticle. To summarize, four
cases were included in our work. Two HPAM and CQD water
solutions with the length of HPAM is 30 and 40 monomers,
respectively and another two pure HPAM water solutions
without the existence of CQD. These four cases are named aer
HPAM30_dot, HPAM40_dot, HPAM30_solo and HPAM40_solo,
respectively, for convenience.2.2 Potential parameters
All MD simulations were conducted by GROMACS simulation
package (version of 2019.03).51 The OPLS-AA force eld parame-
ters52 were used to describe the properties of HPAM chains, Na+
and Cl ions, including the potential of bonds, angles, dihedrals
and non-bond interactions. There are many available potential
parameters for benzene graphite, here, the OPLS-AA force eld
with renements on carbon nonbonded Lennard–Jones parame-
ters proposed by Cheng and Steele53 was utilized, which have been
achieved to characterize the adsorption behaviour of small gra-
phene molecules. The simple point charge (SPC) model was con-
ducted to characterise watermolecules. The non-bond interactions
were represented by a short-range 12–6 Lennard–Jones (LJ)
































































































View Article Onlinea form of pairwise interacting atomic charges. The LJ potential















The parameters s and 3 represent energy constant and
diameter of one of the atoms, which depend on atom types. The
Lorentz–Berthelot combining rules were used to describe LJ
potential between different atom types. Detailed parameters are
listed in Table S1 in the ESI.†Fig. 2 The comparison of average radius of gyration of HPAM and PAA
chains simulated by OPLA-AA and Gromos53a6 force field,
respectively.2.3 Simulation details
The leapfrog algorithm was used to integrate the motion of atoms
with a time step of 2 fs. The coulombic electrostatic interactions were
calculatedby using theparticlemeshEwald (PME)methodwith a cut-
off distance of 1.0 nm and Fourier spacing of 1.2 nm. The cut-off
distance for short-range van der Waals interaction was 1.0 nm. To
remove initial strain, the initial conguration was conducted by
energy minimization using the steepest descent method. This was
followed by 500 ps NVT and 500 ps NPT simulations with position
restraints on HPAM chains and not on water molecules to achieve
a well equilibrated system. A V-rescale thermostat and a Berendsen
barostat were used to control the temperature and pressure at 300 K
and 1 bar during the calculationwith relaxation time of 0.1 ps and 0.5
ps, respectively. Aer full relaxation, a further 280 ns NPT simulation
was performed with the water molecules xed with SETTLE algo-
rithm and all bonds constrained by using SHAKE procedure. The last
100 ns were conducted for the sampling and analysis.3 Results and discussion
In this section, the morphological interaction between the
HPAM and the CQD is introduced. Particularly, how the addi-
tion of the CQD affects the HPAM conformation is discussed by
calculating the radius of gyration, free energy, radial distribu-
tion functions (RDFs) and hydration effect. Before the analysis,
the reliability of the results is discussed rst.
Based on our previous work,39 the conformation of poly-
acrylic acid (PAA) with different ionization could be successfully
captured by Gromos53a6 force eld54 and the concomitant
results are agreed well with others'.38 The only difference
between HPAM and PAA is that the carboxyl groups are replaced
by amide groups, which are both non-charged that show slight
effects on the intra-repulsion along polymer chain. When the
charge density, here indicating ionization for PAA and hydro-
lysis for HPAM, and the number of monomers is the same, the
structure of HPAM and PAA in an aqueous water should be
similar. Therefore, we compared the structure of HPAM30_solo
and HPAM40_solo with our previous work to validate the force
eld and MD calculation set-up adopted in our simulation, as
shown in Fig. 2. An additional case involving a single 20
monomers HPAM chain with different hydrolysis by OPLS-AA
force eld were also conducted to support the validation. The
sequence of the carboxylate groups along the polymer chain is
the same for the HPAM and the PAA with 20 monomers.© 2021 The Author(s). Published by the Royal Society of ChemistryAs the hydrolysis increases, the average radius of gyration of
HPAM increases, which shows a similar trend with that of PAA
and indicates the OPLS-AA is capable of capturing the variation
of HPAM in an aqueous water. What's more, the degree of
structure variations is quite close to each other, implying the
reasonable comparison between HPAM and PAA. As expectedly,
the average radius of gyration of HPAM30_solo and
HPAM40_solo agree very well with previous results, which
shows the reliability of our simulation methodology.3.1 Morphology of HPAM and carbon dot
The time dependent conformational variations of the HPAM
and CQD for all four cases are discussed in this section. The full
evolution of the conformation of the HPAM chain could be
interpreted by the snapshots captured with different time
ranging from 20 ns to 240 ns, respectively. Here, representative
snapshots of HPAM40_dot around t ¼ 20 ns and 240 ns,
respectively, are shown in Fig. 3 and 4. The intermediate series
are illustrated in the ESI as shown in Fig. S1–S5.† To have
a better visualization, the water molecules and ions are not
displayed. For the HPAM water solution, the polymer chain rst
bends and becomes partially coiled state as the time evolves.
This is attributed to the non-charged amide group along the
polymer chain. Based on our previous studies,39 the charged
carboxylate functional group results in the electronic repulsions
within the polymer backbone. Therefore, for a HPAM molecule
with 40% hydrolysis, the polymer chain exhibits partially coiled
state. Even in the production regime, the polymer chain does
not show a stable morphology other than a very exible back-
bone and a high conformation diversity is observed.
For HPAM and CQD system, the HPAM behaves similar
trends at the beginning when the HPAM chain and the CQD are
separate. These two molecules are regarded as individuals and
no interaction occurs between them. Such condition is different
when the HPAM chain is absorbed by the CQD. It is surprisinglyRSC Adv., 2021, 11, 26037–26048 | 26039
































































































View Article Onlinethat one of the ends of HPAM is rst interactive with the side
surface of the CQD, which expands the HPAM chain from coiled
state to stretching state accordingly. With the evolution of time,
the other end of the HPAM chain is gradually attaching to the
CQD as well, leads to the collapse of the polymer chain. Unlike
the pure HPAM water solutions, the HPAM in the equilibrated
regime seems to be constrained by the CQD. The degree of
exibility of the HPAM backbone becomes weak.
The interaction between HPAM and CQD could be quanti-
tatively characterized by the distance between the HPAM chain
and the CQD, as shown in Fig. 5. Both the minimum and
maximum distance are calculated. The distance signicantly
uctuates at the beginning of the simulation due to the HPAM
exible dynamics. However, a steep reduction of both
maximum and minimum distance occurs at around 120 ns andFig. 4 The three-views snapshots of HPAM40_dot and HPAM40_solo a
26040 | RSC Adv., 2021, 11, 26037–26048150 ns for HPAM30_dot and HPAM40_dot, respectively. Based
on the snapshot analyses discussed above, this decrease is
mainly due to the fully absorption of HPAM chain on CQD (both
ends of HPAM are attached to the particle). It can be obviously
observed that the uctuation of the distance becomes
moderate, which indicates the inefficient molecular motion.
The variations of the interaction energy between the HPAM
chain and the CQD are demonstrated in Fig. 6. As expected,
there is no interaction forces between the polymer chain and
the nanoparticle. When they are getting closer, both the short-
range coulombic interaction energy and the Lennard–Jones
energy are increasing. The latter seems to be in domain control
of the absorption of the HPAM chain on the CQD since it
dynamically saturates in a relevant high level aer 150 ns while
the coulombic energy still uctuates dramatically and theround t ¼ 240 ns. (a) HPAM40_dot; (b) HPAM40_solo.
© 2021 The Author(s). Published by the Royal Society of Chemistry
Fig. 5 The variations of distance between the HPAM chain and the
































































































View Article Onlineincreasing trends for both HPAM30_dot and HPAM40_dot cases
are not obvious. The strong Lennard–Jones forces make the
HPAM and the CQD attach to each other, which limits the
molecular motions of the HPAM chain.Fig. 6 The variations of interaction energy between the HPAM chain and
short-range Lennard–Johns energy.
Fig. 7 The time dependent radius of gyration of the HPAMs, (a) with 30
© 2021 The Author(s). Published by the Royal Society of Chemistry3.2 Polymer dynamics
As mentioned in the introduction section, the reduction of the
viscosity of the HPAM-CQD composites solution is mainly attrib-
uted to the conformational changes of the HPAM chain. From our
simulation result, the HPAM does collapse into coiled state due to
the absorption. To quantitatively characterize the effects of CQD
on the conformation of the HPAM, the probability distribution
functions (PDFs) of the radius of gyration of the HPAM chain and
the free energy are performed in this section.
The efficient properties to characterise the conformation of
a single polymer is the radius of gyration, Rg and the end to end















where mi is the mass of atom i and ri is the position of atom i
with respect to the centre of mass of the HPAM molecule.
Fig. 7 shows the time dependent radius of gyration of the
HPAMs in all four cases. The dramatic oscillation of the gyratethe CQD as a function of time (a): short-range coulombic energy; (b)
monomers; (b) with 40 monomers.
RSC Adv., 2021, 11, 26037–26048 | 26041
































































































View Article Onlineradius indicates the HPAM chain is exible in an aqueous
solution and exhibits dynamic equilibrium. Compared with the
30 monomers chain, the HPAM with 40 monomers demon-
strates a sharp reduction aer 150 ns, which is ascribed to the
attachment between the HPAM and the CQD particles. Such
phenomenon is not obvious for the HPAM with 30 monomers
due to the relative shorter chain length. This is also consistent
well with the proles of probability distribution functions
(PDFs), as shown in Fig. 8. The peak for any histogram indicates
the most favourite conguration that a HPAM chain prefers to
stay. In comparison with the curves for pure HPAM water
solutions, the peaks of the HPAM-CQD composite solutions areFig. 9 The free energy (in kJ mol1) contour explored in the radius of gyr
HPAM40_dot; (d) HPAM40_solo.
26042 | RSC Adv., 2021, 11, 26037–26048much higher and the distributions of the Rg are much narrow,
which demonstrates the HPAM chain occupies a small range of
polymer conguration. For the pure HPAM water, a relative
lower peak and a wide distribution are obtained, which implies
a more exible and freedom polymer motion. These trends
indirectly prove the absorption effect of the adding CQD on the
HPAM chain, constraining the polymer free movement.
Regardless of the polymer length, the peak of the HPAM
chain with the existence of CQD occurs at smaller Rg value while
that without CQD addition appears in a larger Rg. The chain
length also affects the result. The gyrate radius of the HPAM
chain with 30 monomers is mainly distributed around value ofation and end-to-end distance. (a) HPAM30_dot; (b) HPAM30_solo; (c)
© 2021 The Author(s). Published by the Royal Society of Chemistry
Fig. 10 The radius distribution functions between the whole HPAM
chain and the water oxygen atoms.
Fig. 11 The radius distribution functions between the carboxylate
































































































View Article Online1.1 nm and 1.25 nm for the case with and without CQD,
respectively. When enlarging the total length to 40 monomers,
the distribution is focused on 1.2 nm and 1.5 nm, respectively.
Compared with the short chain, the effects of CQD on the
morphology of the HPAM chain with more numbers of mono-
mers are more dramatic. The HPAM chain with 40 monomers
this is quite similar with our previous investigations.39 Although
the small oligomers could reect properties of long chain
polymer and the interaction between molecules are quite
similar (this could also be implied from the RDFs of pure HPAM
water shown later), the long chain polymer owns more clear
trends of the macro physical properties such as the radius of
gyration. Another reason could be ascribed to that compared
with the 2 nm CQD, the full length of the HPAM chain with 30
monomers is too short. As shown in previous section, the HPAM
tends to interact with the CQD with their ends. From the PDFs
of DETE, one can see the end-to-end distance does not show
signicant differences. Due to the repulsion, torsion and dihe-
dral forces it is difficult to bend over a short chain. Therefore,
even the polymer attaches well with the nanoparticle, the radius
of gyration is still large and only slight changes of conformation
are under consideration in comparison with that of the exible
chain. However, this is not accessible for the HPAM chain with
more monomers. The HPAM chain with 40 monomers exhibits
large radius of gyration with their ends expand. The end-to-end
distance could reach even longer than 4 nm. The existence of
CQD destroys the equilibrated state of the HPAM chain,
absorbing the ends of the chain in a short distance and shirking
the total polymer conformation, reducing the radius of gyration.
Such interpretation gives a reasonable explanation of why the
addition of CQDs can decrease the viscosity of HPAM solution.
In practical, the size of CQDs compared with the length of high-
molecular-weight HPAM polymers is small enough, where the
HPAM could easily collapse by the absorption of CQDs,
contributing to the viscosity reduction of the solution.
Indeed, it is possible for a polymer to have a compact
conformation and relatively large end-to-end distance simulta-
neously.55 Therefore, to estimate the morphology of the polymer
chain more accurately, the free energy proles rely on both
radius of gyration and the end-to-end distance are introduced.
The free energy landscape is constructed on the basis of Boltz-
mann probability, G(r):
G(r) ¼ kBT[ln P(r)  ln Pmax(r)] (3)
where P(r) is the probability distribution of the HPAM confor-
mation considering both Rg and DETE, Pmax(r) is the maximum
probability, kB is the Boltzmann constant and T is the simula-
tion temperature.56,57 The free energy contours are shown for all
four cases in the gyrate radius and end to end distance space in
Fig. 8. The magnitude of the free energy is similar with that
obtained by Safwat.55
The free energy reects the degree of a polymer chain away
from its equilibrated conformation. A small free energy means
this polymer conformation is stable and close to equilibrated
state. In contrast, the polymer conguration with high free
energy indicates such morphology cannot stay longer and it© 2021 The Author(s). Published by the Royal Society of Chemistrycould be just a transitional state due to the molecules Brown
motion. Here, we regard those polymer conformations in the
free energy regime under 5 kJ mol1 as relax state, which means
the motion of polymer chain is dynamically equilibrated and
the variations in such regime are attributed to Brown motion.
When the free energy is larger than that, we consider the poly-
mer chain is in a constrain state, where the polymer structure is
not stable and tends back to relax state spontaneously.
From the Fig. 9, in terms of pure HPAM water solution, the
relax state of the HPAM chain occupies a wide range of Rg and
DETE. The molecular motion is relative free and even at Rg ¼
1.4 nm and DETE ¼ 4 nm, the HPAM chain is still in relax state.
However, for the HPAM and the CQD composite solution, due to
the absorption between the HPAM and the CQD, the relax
regime moves to small Rg and DETE. Particularly, although the
most relax region of the HPAM chain with 30 monomers is quite
smaller compared with that in pure HPAM water solution, there
are also many regions where the free energy is still below
5 kJ mol1, which means the polymer chain still achieves in
such region with high probability. This is also consistent wellRSC Adv., 2021, 11, 26037–26048 | 26043
































































































View Article Onlinewith the previous discussion that the conformation of the
HPAM chain with 30 monomers does not signicantly inu-
enced by the CQD. From the free energy proles of the HPAM
chain with 40monomers, the relax regime is obviously allocated
to small values. For those polymer conformations which are still
stable in pure HPAM water solution, such as Rg ¼ 1.6 nm with
DETE ¼ 3 nm, the concomitant free energy in the HPAM and
CQD composite solution is high enough. Such conformation
could not stable any longer and would transit to more stable
structure within the relax regime.
Another important information that can be interpreted from
the contours is that even within the relax regime, the polymer
conformation of pure HPAM water solution shows high diversity,
while that of HPAM and CQD composite solution is in relatively
high ordered. In macro scale, when shearing the solution, the
former would exhibit dramatic shear-thinning behaviours due to
the reassignment of the polymer molecules. However, since the
polymer molecules are in order, the reassignment is weak and the
shear-thinning phenomenon of the HPAM and CQD composite
solution would not be obvious, which is consistent well with our
previous experimental results.233.3 Hydration effect
The inuence of the polymer conformation on the viscosity of the
solution is ultimately attributed to the hydration effect between the
macro polymer molecules and the water molecules. Therefore, we
further analyse the radius distribution functions (RDFs) of theFig. 12 The radius distribution functions of atoms of amide groups an
nitrogen and water oxygen; (b) the RDFs between amide oxygen and wate
the RDFs between aliphatic hydrogen wand water oxygen.
26044 | RSC Adv., 2021, 11, 26037–26048HPAM and its functional groups along the backbone with the
water molecules to characterize the hydration effects.
Fig. 10 demonstrates the interaction between the whole HPAM
chain and the water molecules. The rst three peaks are controlled
by H, O and N atoms, respectively, based on the RDFs shown later.
With adding the CQD into the HPAM solution, the hydrogen effect
of the whole HPAM chain decreases. The number of monomers
show slight effects on the molecular interaction, which has also
ready fully illustrated in our previous study.36d backbones with water oxygen atoms. (a) The RDFs between amide
r oxygen; (c) the RDFs between amide hydrogen and water oxygen; (d)
© 2021 The Author(s). Published by the Royal Society of Chemistry
































































































View Article OnlineTo clarity which functional group or atom causes the
reduction of the hydration effect, we perform the RDFs of
representative atoms along the backbone with water molecules
separately, as shown in Fig. 11 and 12. The existence of CQD
slightly contributes to the interaction between carboxylate
groups and water. This is in contrast to the trends of the whole
HPAM chain. As discussed later, the amide groups are more
prefer to interact with the CQD, weakening the hydration effect.
Those released water tends to be gathering around carboxylate
group instead, which intensify the interaction between carbox-
ylate groups and water molecules. Similarly, it is the strong
hydration effect persists the interaction between carboxylate
groups and the CQD.
Unlike with the carboxylate groups, the atoms in amide
group and aliphatic hydrogens exhibit same trends with the
whole HPAM chain. The hydration effect of has an obvious
reduction because of the addition of the CQD. It seems the
amide group and the aliphatic hydrogen are the two key
parameters in domain to decide the hydrogen effects of the
whole macro HPAM chain. The hydrogen bond between the
HPAM chain and water molecules were calculated every time-
step in the production regime and the PDFs of that are dis-
played in Fig. 13. The distribution of the hydrogen bond ts well
with the Gaussian equation and all histograms are quite
similar. The mainly difference is the hydrogen bong in HPAM
and CQD composite solution is less than that in the pure HPAM
water solution. The peaks are allocated around at values of 125
and 130 for the HPAM chain with 30 monomers, and 165 and
170 for that with 40 monomers, respectively. The hydrogen
bond between the polymer and water does decrease due to the
existence of the CQD.
As discussed above, the CQD tends to have an interaction
with the amide groups and the aliphatic hydrogens to reduce
the hydration effect of the HPAM chain. Such preference can
also be approved by Fig. 14, where the amide group and the
aliphatic hydrogen are much closer to the CQD surface
compared with the carboxylate group no matter it is in the stage© 2021 The Author(s). Published by the Royal Society of Chemistrywhen one of the ends of the HPAM just attaches to the CQD or
both of the ends have already fully been absorbed. It should be
noted that such interaction is highly dependent on the surcial
atoms of the CQD. If the HPAM is absorbed by the side of the
CQD, since there are many hydrogens allocated, thereby the
carbonyl oxygen will lead to the attachment. When the inter-
active surface is the graphene sheet, the carbon atoms are
directly interacted with the hydrogen atoms both in amide
groups and along backbone. Indeed, there are many remaining
questions concerning the interaction between the HPAM and
the CQD. For example, which surface of the CQD is the primary
preference for a HPAM chain to absorbed and how this inter-
action varies if the CQD is built with mixed functional groups
consist of charge carboxylate. These assignments are under
consideration and will be discussed in our future work.
4 Conclusions
To provide molecular insight into the reported unconventional
viscosity reduction of HPAM in the presence of CQD, the
conformational behaviour of a single hydrolysed poly-
acrylamide (HPAM) chain in the presence of a CQD represent-
ing a typical dilute solution, was investigated by atomistic
molecular dynamics simulations. Their interaction perfor-
mance and the effects of the CQD on the morphology of HPAM
chain can be concluded as below:
The HPAM chain tends to be adsorbed by the surface of the
CQD, which starts from one end of the polymer chain and
eventually both ends will be attached to the CQD.
The interaction between the HPAM and the CQD results in
the reduction of the radius of gyration and hydration effects of
the HPAM, which as a result would cause the decrease of the
effective viscosity.
The adsorption is mainly ascribed to the amide functional
groups and hydrogen atoms along the backbone, rather than
the charged carboxylate functional groups. The dominant
atoms leading to the adsorption rely on the surface of the CQD
































































































View Article Onlinebottom are controlled by the carbon atoms. The former surface
would attract oxygen atoms while the latter prefers to interact
with hydrogen atoms.
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